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Bioinformatics is growing by leaps and bounds; theories/algorithms/statistical techniques are constantly evolving. Nevertheless, a core body of algorithmic ideas have emerged
and researchers are beginning to adopt a "problem solving" approach to bioinformatics, wherein they use solutions to well-abstracted problems as building blocks to solve larger
scope problems. Problem Solving Handbook for Computational Biology and Bioinformatics is an edited volume contributed by world renowned leaders in this field. This
comprehensive handbook with problem solving emphasis, covers all relevant areas of computational biology and bioinformatics. Web resources and related themes are
highlighted at every opportunity in this central easy-to-read reference. Designed for advanced-level students, researchers and professors in computer science and bioengineering
as a reference or secondary text, this handbook is also suitable for professionals working in this industry.
An overview of the basic concepts and methodologies of evolutionary robotics, which views robots as autonomous artificial organisms that develop their own skills in close
interaction with the environment and without human intervention.
Principles of LifeW. H. Freeman
In the five years since the publication of Molecular Systematics of Plants, the field of molecular systematics has advanced at an astonishing pace. This period has been marked
by a volume of new empirical data and advances in theoretical and analytical issues related to DNA. Comparative DNA sequencing, facilitated by the amplification of DNA via the
polymerase chain reaction (PCR), has become the tool of choice for molecular systematics. As a result, large portions of the Molecular Systematics of Plants have become
outdated. Molecular Systematics of Plants II summarizes these recent achievements in plant molecular systematics. Like its predecessor, this completely revised work illustrates
the potential of DNA markers for addressing a wide variety of phylogenetic and evolutionary questions. The volume provides guidance in choosing appropriate techniques, as
well as appropriate genes for sequencing, for given levels of systematic inquiry. More than a review of techniques and previous work, Molecular Systematics of Plants II provides
a stimulus for developing future research in this rapidly evolving field. Molecular Systematics of Plants II is not only written for systematists (faculty, graduate students, and
researchers), but also for evolutionary biologists, botanists, and paleobotanists interested in reviewing current theory and practice in plant molecular systematics.
This book summarizes the knowledge in the field of methods to identify signatures of natural selection. A number of mathematical models and methods have been designed to
identify the fingerprints of natural selection on genes and genomes. Such methods are provided in a simple and direct way so that students of different disciplines can navigate
through molecular fitness landscapes using complex methods with a basic knowledge on bioinformatics. A collection of the main methods to detect selection in protein-coding
genes and amino acid sequences is given at different levels of complexity, from nucleotides to proteins and molecular networks. The importance of identifying natural selection in
genes and genomes through the methods described in this book transcends the bioinformatics and computational biology fields, presenting applications for experimental
biologists in a straightforward and understandable way.
Evolutionary computation has been widely used in computer science for decades. Even though it started as far back as the 1960s with simulated evolution, the subject is still
evolving. During this time, new metaheuristic optimization approaches, like evolutionary algorithms, genetic algorithms, swarm intelligence, etc., were being developed and new
fields of usage in artificial intelligence, machine learning, combinatorial and numerical optimization, etc., were being explored. However, even with so much work done, novel
research into new techniques and new areas of usage is far from over. This book presents some new theoretical as well as practical aspects of evolutionary computation. This
book will be of great value to undergraduates, graduate students, researchers in computer science, and anyone else with an interest in learning about the latest developments in
evolutionary computation.
Over the course of evolution, several plant lineages have found ways to obtain water, minerals, and carbohydrates from fungi. Some plants are able exploit fungi to such an
extent that they lose the need for photosynthesis. The ability of a plant to live on fungal carbon is known as mycoheterotrophy. This intriguing process has fascinated botanists for
centuries, yet many aspects of mycoheterotrophy have remained elusive for a long time. Mycoheterotrophy: The Biology of Plants Living on Fungi explores the biology of
mycoheterotrophs, offering general insights into their ecology, diversity, and evolution. Written by renowned experts in the field and bolstered with lavish illustrations and
photographs, this volume provides a thematic overview of different aspects of mycoheterotrophy. Comprehensive and readily accessible, Mycoheterotrophy: The Biology of
Plants Living on Fungi is a valuable resource for researchers and students who are interested in the process of mycoheterotrophy.
Designed to help readers learn how to "think" like evolutionary biologists, this 4-color book approaches evolutionary biology as a dynamic field of inquiry and as a "process." Using a theme-based approach, it
illustrates the interplay between theory, observation, testing and interpretation. It offers commentary on strengths and weaknesses of data sets, gives detailed examples rather than a broad synoptic
approach, includes many data graphics and boxes regarding both sides of controversies. Introduces each major organizing theme in evolution through a question--e.g., How has HIV become drug resistant?
Why did the dinosaurs, after dominating the land vertebrates for 150 million years, suddenly go extinct? Are humans more closely related to gorillas or to chimpanzees? Focuses on many applied, readerrelevant topics--e.g., evolution and human health, the evolution of senescence, sexual selection, social behavior, eugenics, and biodiversity and conservation. Then develops the strategies that evolutionary
biologists use for finding an answers to such questions. Then considers the observations and experiments that test the predictions made by competing hypotheses, and discusses how the data are
interpreted. For anyone interested in human evolution, including those working in human and animal health care, environmental management and conservation, primary and secondary education, science
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journalism, and biological and medical research.
Evolutionary Research in Archaeology seeks to provide a comprehensive overview of contemporary evolutionary research in archaeology. The book will provide a single source for introduction and overview
of basic and advanced evolutionary concepts and research programs in archaeology. Content will be organized around four areas of critical research including microevolutionary and macroevolutionary
process, human ecology studies (evolutionary ecology, demography, and niche construction), and evolutionary cognitive archaeology. Authors of individual chapters will address theoretical foundations,
history of research, contemporary contributions and debates, and implications for the future for their respective topics. As appropriate, authors present or discuss short empirical case studies to illustrate key
arguments. ?
Revised for the Tenth Edition, the Life Study Guide offers a variety of study and review tools. The Big Picture provides the student with a quick overview of the chapter's main concepts and themes. The Study
Strategies section offers suggestions for the most effective ways to study the specific material in the chapter, and points out areas students are most likely to find difficult. The Key Concept Review section
incorporates a review of each main section from the chapter, with review questions that help the student apply what they have learned, including diagram questions. Each Study Guide chapter concludes with
a Test Yourself section that allows the student to test their comprehension. All questions include answers and explanations.
'Species' are central to understanding the origin and dynamics of biological diversity; explaining why lineages split into multiple distinct species is one of the main goals of evolutionary biology. However the
existence of species is often taken for granted, and precisely what is meant by species and whether they really exist as a pattern of nature has rarely been modelled or critically tested. This novel book
presents a synthetic overview of the evolutionary biology of species, describing what species are, how they form, the consequences of species boundaries and diversity for evolution, and patterns of species
accumulation over time. The central thesis is that species represent more than just a unit of taxonomy; they are a model of how diversity is structured as well as how groups of related organisms evolve. The
author adopts an intentionally broad approach, stepping back from the details to consider what species constitute, both theoretically and empirically, and how we detect them, drawing on a wealth of examples
from microbes to multicellular organisms.
Russell/Hertz/McMillan, BIOLOGY: THE DYNAMIC SCIENCE 4e and MindTap teach Biology the way scientists practice it by emphasizing and applying science as a process. You learn not only what
scientists know, but how they know it, and what they still need to learn. The authors explain complex ideas clearly and describe how biologists collect and interpret evidence to test hypotheses about the living
world. Throughout, Russell and MindTap provide engaging applications, develop quantitative analysis and mathematical reasoning skills, and build conceptual understanding. Important Notice: Media content
referenced within the product description or the product text may not be available in the ebook version.
Genetic algorithms have been used in science and engineering as adaptive algorithms for solving practical problems and as computational models of natural evolutionary systems. This brief, accessible
introduction describes some of the most interesting research in the field and also enables readers to implement and experiment with genetic algorithms on their own. It focuses in depth on a small set of
important and interesting topics—particularly in machine learning, scientific modeling, and artificial life—and reviews a broad span of research, including the work of Mitchell and her colleagues. The descriptions
of applications and modeling projects stretch beyond the strict boundaries of computer science to include dynamical systems theory, game theory, molecular biology, ecology, evolutionary biology, and
population genetics, underscoring the exciting "general purpose" nature of genetic algorithms as search methods that can be employed across disciplines. An Introduction to Genetic Algorithms is accessible
to students and researchers in any scientific discipline. It includes many thought and computer exercises that build on and reinforce the reader's understanding of the text. The first chapter introduces genetic
algorithms and their terminology and describes two provocative applications in detail. The second and third chapters look at the use of genetic algorithms in machine learning (computer programs, data
analysis and prediction, neural networks) and in scientific models (interactions among learning, evolution, and culture; sexual selection; ecosystems; evolutionary activity). Several approaches to the theory of
genetic algorithms are discussed in depth in the fourth chapter. The fifth chapter takes up implementation, and the last chapter poses some currently unanswered questions and surveys prospects for the
future of evolutionary computation.
The book is a new compendium in which leading termite scientists review the advances of the last 30 years in our understanding of phylogeny, fossil records, relationships with cockroaches, social evolution,
nesting, behaviour, mutualisms with archaea, protists, bacteria and fungi, nutrition, energy metabolism,population and community ecology, soil conditioning, greenhouse gas production and pest status.
Systematics underpins all of biology. Cladistics is a method of systematic classification that aims to reconstruct genealogies based on common ancestry, thus revealing the phylogenetic relationships between
taxa. Its applications vary from linguistic analysis to the study of conservation and biodiversity, and it has become a method of choice for comparative studies in all fields of biology. For all students interested
in the systematic relationships among organisms, this book provides an integrated, state-of-the-art account of the techniques and methods of modern cladistics, and how to put them into practice.
Quantitative methods specifically tailored for the marine biologist While there are countless texts published on quantitative methods and many texts that cover quantitative terrestrial ecology, this text fills the
need for the special quantitative problems confronting marine biologists and biological oceanographers. The author combines common quantitative techniques with recent advances in quantitative
methodology and then demonstrates how these techniques can be used to study marine organisms, their behaviors, and their interactions with the environment. Readers learn how to better design
experiments and sampling, employ sophisticated mathematical techniques, and accurately interpret and communicate the results. Most of this text is written at an introductory level, with a few topics that
advance to more complex themes. Among the topics covered are plot/plotless sampling, biometrics, experimental design, game theory, optimization, time trends, modeling, and environmental impact
assessments. Even readers new to quantitative methods will find the material accessible, with plenty of features to engage their interest, promote learning, and put their knowledge into practice: * One or more
examples are provided to illustrate each individual quantitative technique presented in the text * The accompanying CD-ROM features two multimedia programs, several statistical programs, help to run
complex statistical programs, and additional information amplifying topics covered in the text * References lead readers to additional information to pursue individual topics in greater depth Quantitative
Analysis of Marine Biological Communities, with its extensive use of examples, is ideal for undergraduate and graduate students in marine biology. Marine biologists, regardless of their level of experience, will
also discover new approaches to quantitative analysis tailored to the particular needs of their field.
Virus Diseases: New Insights for the Healthcare Professional / 2012 Edition is a ScholarlyEditions™ eBook that delivers timely, authoritative, and comprehensive information about Virus Diseases. The editors
have built Virus Diseases: New Insights for the Healthcare Professional / 2012 Edition on the vast information databases of ScholarlyNews.™ You can expect the information about Virus Diseases in this
eBook to be deeper than what you can access anywhere else, as well as consistently reliable, authoritative, informed, and relevant. The content of Virus Diseases: New Insights for the Healthcare
Professional / 2012 Edition has been produced by the world’s leading scientists, engineers, analysts, research institutions, and companies. All of the content is from peer-reviewed sources, and all of it is
written, assembled, and edited by the editors at ScholarlyEditions™ and available exclusively from us. You now have a source you can cite with authority, confidence, and credibility. More information is
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available at http://www.ScholarlyEditions.com/.
This edited volume reviews our past and present understanding of the ecology of Australian freshwater fishes. It compares patterns and processes in Australia with those on other continents, discusses the
local relevance of ecological models from the northern hemisphere and considers how best to manage our species and their habitats in the face of current and future threats. In view of these challenges, the
need for redress is urgent. The chapters are written by some of our foremost researchers and managers, developing themes that underpin our knowledge of the ecology, conservation and management of fish
and fish habitats. For each theme, the authors formulate a synthesis of what is known, consider the need for new perspectives and identify gaps and opportunities for research, monitoring and management.
The themes have an Australian context but draw upon ideas and principles developed by fish biologists in other parts of the world. The science of freshwater fish ecology in Australia has grown rapidly from its
roots in natural history and taxonomy. This book offers an introduction for students, researchers and managers, one that the authors hope will carry Australian fish biology and resource management to new
levels of understanding.
For many years the use of chemical agents such as pesticides and herbicides has been effective in controlling the many varieties of pests that infest both agricultural crops and backyard gardens. However,
these pests are gradually becoming resistant to these agents, because the agents themselves are acting as selective factors making the pests better and better able to resist and persist. As a result, the use
of biological controlling agents is increasing. This book is a comprehensive and authoritative handbook of biological control. Key Features * Introduction (preface plus 2 chapters) * Principles and processes
(12 chapters) * Agents, biology, and methods (6 chapters) * Applications (10 chapters) * Research (2 chapters)
The Simplified Chinese edition of The Giver, a 1993 American young-adult utopian novel by Lois Lowry.
Phylogeny is a potentially powerful tool for conserving biodiversity. This book explores how it can be used to tackle questions of great practical importance and urgency for conservation. Using case studies
from many different taxa and regions of the world, the volume evaluates how useful phylogeny is in understanding the processes that have generated today's diversity and the processes that now threaten it.
The urgency with which conservation decisions have to be made as well as the need for the best possible decisions make this volume of great value to researchers, practitioners and policy-makers.

In Macroecology, James H. Brown proposes a radical new research agenda designed to broaden the scope of ecology to encompass vast geographical areas and very long time spans. While
much ecological research is narrowly focused and experimental, providing detailed information that cannot be used to generalize from one ecological community or time period to another,
macroecology draws on data from many disciplines to create a less detailed but much broader picture with greater potential for generalization. Integrating data from ecology, systematics,
evolutionary biology, paleobiology, and biogeography to investigate problems that could only be addressed on a much smaller scale by traditional approaches, macroecology provides a richer,
more complete understanding of how patterns of life have moved across the earth over time. Brown also demonstrates the advantages of macroecology for conservation, showing how it
allows scientists to look beyond endangered species and ecological communities to consider the long history and large geographic scale of human impacts. An important reassessment of the
direction of ecology by one of the most influential thinkers in the field, this work will shape future research in ecology and other disciplines. "This approach may well mark a major new turn in
the road in the history of ecology, and I find it extremely exciting. The scope of Macroecology is tremendous and the book makes use of its author's exceptionally broad experience and
knowledge. An excellent and important book."—Lawrence R. Heaney, Center for Environmental and Evolutionary Biology, the Field Museum
Now available in paperback, the first comprehensive reference on Great White sharks separates fact from fiction and presents real evidence of the ecology and behavior of these remarkable
animals. The volume begins with the evolution of the white shark and its relatives and continues with sections on its anatomy, behavior, ecology, distribution, population dynamics, and
interactions with humans. Included in the volume are many illustrations, maps, diagrams, graphs and photos. Covers all biological aspects of Great White sharks Includes contributions from an
international team of leading authorities Heavily illustrated with maps, diagrams, graphs, and photos
Herpetology, Second Edition has been thoroughly revised. The text has been reorganized, new chapters have been added, new text references have been inserted. All this plus new color
systematics sections will maintain this book as THE leading textbook on the biology of amphibians and reptiles. The book will also showcase reptiles and amphibians as model systems in
conceptual areas of biology. Such a text will help integrate herpetology as a discipline into conceptually oriented undergraduate programs. The book should also appeal to a large audience of
sophisticated lay people interested in reptiles and amphibians. Written by internationally recognized experts on the biology of amphibians and reptiles Provides a general background on the
evolution and morphology of amphibians and reptiles Details what is known about reproduction and life histories Examines physiological ecology, emphasizing water balance, temperature,
and energy Integrates population and community ecology with conservation biology Provides detailed taxonomic accounts of all higher taxa, including high quality distribution maps and color
photographs
????16?,????:????????????????,?????,????,?????,????????????????,????,???????????????????,?????????????.
With its first edition, Principles of Life provided a textbook well aligned with the recommendations proposed in BIO 2010: Transforming Undergraduate Education for Future Research Biologists
and Vision and Change in Undergraduate Biology Education. Now Principles of Life returns in a thoroughly updated new edition that exemplifies the reform that is remaking the modern biology
classroom.
Among all vertebrates, gobies are second in diversity only to the teleost family Cyprinidae. The Gobiidae consists of more than 200 genera and nearly 2,000 species and make up the largest
family of marine fishes. Gobies account for as much as 50% of the energy flow in coral reef communities. Their small size, ability to adapt to numerous ecological niches and to be bred in
aquaria has led to numerous studies both in the field and laboratory. Gobies are found from above the high tide line to depths of over 1,100 m. Some species are found only within caves,
others deep inside sponges, and some others climb waterfalls to return to their native streams. They vary reproductively from gonochoric to hermaphrodite, monogamy to polygyny and
promiscuity, some have short life spans and reproduce only once while others have longer life spans reproducing one or more times per year. The Biology of Gobies written by over 30 experts
from 15 countries summarizes what is known about the systematics, ecology, zoogeography, and general biology of the Gobiiformes. This foundation will provide the basic information
necessary for future studies.
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"As a model for viral evolution, this book is a gold mine." -- European Molecular Biology Organization Reports

Seagrasses are unique plants; the only group of flowering plants to recolonise the sea. They occur on every continental margin, except Antarctica, and form ecosystems which
have important roles in fisheries, fish nursery grounds, prawn fisheries, habitat diversity and sediment stabilisation. Over the last two decades there has been an explosion of
research and information on all aspects of seagrass biology. However the compilation of all this work into one book has not been attempted previously. In this book experts in 26
areas of seagrass biology present their work in chapters which are state-of–the-art and designed to be useful to students and researchers alike. The book not only focuses on
what has been discovered but what exciting areas are left to discover. The book is divided into sections on taxonomy, anatomy, reproduction, ecology, physiology, fisheries,
management, conservation and landscape ecology. It is destined to become the chosen text on seagrasses for any marine biology course.
Algae are of central importance in marine and freshwater ecosystems. Recent molecular sequence analyses show that the algae are of polyphyletic origins and that their
evolution is best explained by tracing the endosymbiotic events that have resulted in the origins of their plastids. This volume provides a highly readable, thorough and up-to-date
account of the major findings in algal, cyanobacterial and plastid phylogeny. All major algal groups (e.g., green, red, heterokont, dinoflagellate algae) are treated in separate
chapters by leading experts on these groups.
Numerical Examples. 1. Molecular Basis of Evolution. 2. Evolutionary Change of Amino Acid Sequences. 3. Evolutionary Change in DNA Sequences. 4. Synonymous and
Nonsynonymous Nucleotide Substitutions. 5. Phylogenetic Trees. 6. Phylogenetic Inference: Distance Methods. 7. Phylogenetic Inference: Maximum Parsimony Methods. 8.
Phylogenetic Inference: Maximum Likelihood Methods. 9. Accuracies and Statistical Tests of Phylogenetic Trees. 10. Molecular Clocks and Linearized Trees. 11. Ancestral
Nucleotide and Amino Acid Sequences. 12. Genetic Polymorphism and Evolution. 13. Population Trees from Genetic Markers. 14. Perspectives. Appendices. References. Index.
The incorporation of molecular methods in ecological research has added an exciting new dimension to conventional studies, and opened windows into previously intractable
areas of research, at the interface between ecology and genetics. Using these new methods it has now become routine to use genetic markers to study ecological phenomena,
from molecular sexing of individuals and parentage of offspring, through to population structure of species and phylogenetic relationships of taxa. These methods have stimulated
an explosion of empirical and analytical developments in molecular ecology, which have in turn, increasingly attracted students and professional biologists eager to employ them
in their studies. Molecular Methods in Ecology traces the development of molecular ecology by reviewing basic molecular biological techniques and earlier methods such as
protein electrophoresis, DNA-DNA hybridisation, restriction analysis of DNA, and DNA fingerprinting. Later chapters review methods using newer classes of markers such as
microsatellites, introns, MHC, SSRs and AFLP markers in plants and molecular sexing in animals. The strengths and limitations of methods are discussed and guidance is
provided in selecting the most appropriate methods for particular problems in ecology. This book will provide both postgraduates and researchers with a guide to choosing and
employing appropriate methodologies for successful research in the field of molecular ecology. Provides up-to-date summaries of the latest molecular approaches in this rapidly
expanding field. Gives guidance on the appropriate choice of methods for particular problems in ecology, and their strengths and limitations. Provides brief laboratory protocols
for each molecular method and summaries of software available for analysis of data in molecular ecology. Outlines examples of the latest research results from studies of both
plants and animals, integrated within the framework of molecular ecology.
Parasitic wasps of the genus Scelio play an important role in the regulation of orthopteran populations and are implicated in suppressing numbers of numerous pest locusts and
grasshoppers. This landmark volume provides a full taxonomic treatment of the sixty species of Scelio found on the Australian continent and reviews in detail the biology and
ecology and host relationships of Scelio on a worldwide basis. Taking an international perspective, the text outlines our current knowledge on topics such as host finding,
population biology, and methods and techniques for collection and study in the field. The use of Scelio as biological control agents is discussed and comprehensive checklists
document the recorded host relationships of each known species worldwide. There is a full taxonomic revision of all Australian species of Scelio, half of which are newly
described. Each species description is complemented with high-quality line drawings, micrographs and distribution maps. In addition, an illustrated key to species enables easy
identification of species by non-taxonomists. Biology, Ecology and Systematics of Australian Scelio provides wasp taxonomists, researchers of orthoptera and biological control
workers with a basis for detailed studies elsewhere on this economically important group of insects.
Copyright: b619beb442761920118b76151899cf9b

Page 4/4

Copyright : hmshoppingmorgen.hm.com

